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Ringkasan

Pada tanaman tingkat tinggi daun merupakan or¢gm@mmaudalam proses
fotosintesis, yang menghasilkan sukrosa sebagdugrotamanya. Sukrosa dapat
ditranslokasikan ke organ lain untuk mendukungymebuhan dan perkembangan
tanaman. Translokasi sukrosa dalam tanaman diéssiloleh proteinSucrose
Transporter(SUT). Mengingat pentingnya peranan SUT pada tanaiebu perlu
dilakukan penelitian tentang isolasi DNA SUT. Untukngisolasi DNA SUT ini
digunakan metode RT-PCR. Tujuan dari penelitiaradalah untuk mengkloning
(isolasi) full lenght cDNA SUT dari daun tebu. Penelitian ini dilaksaaakdi
Laboratorium Pusat Penelitian Biologi Molekul Unis#as Jember mulai Bulan
Oktober 2007 sampai dengan Juni 2008.

Hasil penelitian menunjukan bahviall lenght DNA SUT tebu belum
berhasil diisolasi dengan metode RT-PCR. Fragmeéw cBUT berhasil diisolasi
sekitar 1431 bp dengan mengunakan prifoevard (IF) 5’AGC CTC GGC AGG
CTC ATC CTC-3’ dan primereverse(llR) 5GGA GAT CTT GGG CAG CAG
GAA -3'. Hasil squensi mempunyai homologi dengdaccharum officinarum
(ShSUT1) Raeet al., 2005) nomor asesi AY780256.1 sebesar 92%a mays
(ZmSUT)(Aoki et al., 1999) nomor aksesi NM 001111370.1 sebesar 93 % dan
Oryza sativdOsSUT) (Hirozeet al, 1997) nomor aksesi D87819.1 sebesar 83 %.

Isolasi full length cDNA SUT daun dilanjutkan dengan metode RACE
(Rapid Amplification Of cDNA Endintuk menentukan nukieotida pada ujung 5’
dan ujung 3'. Hasil isolasi dengan nukleotida RA@&Ng 3' menunjukan bahwa

terdapat fragmen cDNA 250 bp. Sequensi fragmen cD&B8ebut menunjukan



homologi 98,5% denga®hSUT1Raeet al., 2005, pada bagian ujung 3’ yang
mengandungstop codon.Tetapi isolasi RACE ujung 5 hanya menghasilkan
fragmen cDNA SUT ujung 5 yang belum mempunystiart codon bila
dihomologikan dengarshSUT(Raeet al, 2005). Hasil sekuensi menunjukkan
98,5 % sesuai dengan urutan nukleotida SUT ddun(iRaeet al, 2005) setelah
dihomologikan. Sedangkan hasil cDNA Ujung 5’ yangngandungstart codon

belum dapat diisolasi, diduga karena terputusny@ridinal saat isolasi RNA.

Kata kunci : cDNA, RT-PCR, RACEucrose TransportdiSUT), Tebu.
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Cloning gen for protein sucrose transporter from sacharum officinarum L
by using RT-PCR method. THERESIA GINTING NIM. 061520101011, 2008;
45 pages: Study Program of Agronomy. Post Gradutegram Jember

University.

SUMMARY

In higher level plant, leaf as the main organ imtpkynthesis process
that produce sucrose as the prime product. Sucarsde translocated to another
organ for encouraging the growth and developmeptarit. Sucrose translocation
in plant is facilitated by protein sucrose transeo(SUT). Isolating DNA SUT by
using RT-PCR method. The purpose of this researdb isolate or clonindull
length cDNA SUT fron the leaf of sugar cane (saccharuficiaarum L). This
research is already done in Biology Molecule CeRtesearch Laboratory Jember
University in October 2007 to June 2008.

The results of this research shows that full lengjit DNA SUT sugar
cane can not isolated by using RT-PCR method. Tagnfen of cDNA SUT
fallen in isolation around 1431 bp by using primérward (IF) 5
AGCCTCGGCAGGCTCATCCTC-3'and primer reserve (IIR)
5GGAGATCTTGGGCAGCAGGAA-3'. This sequencing has halogy with
Saccharum officinarum ShSU{Raeet al., 2005) asesi number AY780256.1 is
99%, Zea mayqAoky, N et al., 1999) aksesi number NM 001111370.1 is 93%
andOryza sativaHiroze, T et al., 1997) aksesi number D8781983%.

Isolating full length of cDNA SUT leaf is continudaly using RACE
method for nucleotides determine in the top 5’ 8hdrhe result of this isolation
by nucleotide RACE top 3’ shows that precence afiinent cDNA 250 bp. Those
sequencing of fragment cDNA shows that presenceolamyg 98,5% with

ShSUTIRaeet al., 2005 in the top 3’ contains sfopcodon but isolation with
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RACE method in the top 5 only show fragment cDNATSIn the top 5’ that
does not hastart codonif it is homologized byShSUTI(Raeet al., 2005). The
result of sequencing shows that 98,5% is apprapmidth sequence of nucleotides
SUT of sugar cane leaf (saccharum officinarum L)e Ra& al., 2005 after
homologized. Whereas, the result of cDNA in the Bopr it is unknown start

codon clearly because of interrupted N terminal.

Keywords: cDNA, RT-PCR, RACE, Sucrose TranportédTH sugar cane.
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